. Relative abundance of microorganisms at family level in lake sediment (LS), river sediment (RS), lake water (LW), and river water (RW) in the river-lake system of Poyang Lake. Only the families that had a relative abundance > 1% in either habitat are shown. Figure S2 . The node degree distributions of real co-occurrence network (colored) and random networks (grey) of bacterial communities in sediments and surface waters.
. Relative abundance of microorganisms at family level in lake sediment (LS), river sediment (RS), lake water (LW), and river water (RW) in the river-lake system of Poyang Lake. Only the families that had a relative abundance > 1% in either habitat are shown. Figure S2 . The node degree distributions of real co-occurrence network (colored) and random networks (grey) of bacterial communities in sediments and surface waters. Figure S4 . Niche width value of bacteria in (a) sediments and surface waters, as well as different modules in the co-occurrence network of (b) bacterial communities in sediments and (c) bacterial communities in surface waters. The top, middle, and bottom lines of the box indicate the 75th quartile, median, and 25th quartile, respectively. The whiskers above and below the box indicate the minimum and maximum. The black dots indicate outliers. Different letters above each box indicate significant differences (ANOVA, P < 0.05). Figure S5 . Zi-Pi plot indicates the topological roles of OTUs in the network. Each dot represents an OTU colored by taxonomic groups. The topological roles were determined according to their connectivity, within-module connectivity (Zi = 2.5) and among-module connectivity (Pi = 0.62). The detail of the module hubs and the connectors are shown in Table S3 . Figure S6 . Connectedness between nutrient variables and operational taxonomic units (OTUs) in the co-occurrence network of bacterial communities in sediments and surface waters. The nodes were colored according to (a) phyla (with relative abundance > 1%) and (b) major modules according to Figure 6 . Black nodes represent nutrient variables. Other colored nodes represent OTUs. Edges represent Spearman's correlation relationships (Spearman's P < 0.05). Positive and negative correlations are shown in grey and red lines, respectively. Table S1 . Nutrients contents (mg/g) and stoichiometric ratios (molar ratio) of lake water and river water in the river-lake system of Poyang Lake. The values represent Mean ± SD (standard deviation). Table S2 . Nutrients contents (mg/g) and stoichiometric ratios (molar ratio) of lake sediment and river sediment in the river-lake system of Poyang Lake. The values represent Mean ± SD (standard deviation). 
